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tested with long-acting prescription antimalarials, lumefantrine
and piperaquine.
Methods & Materials: LC-ESI-MS/MS methods were validated
for simultaneous bioanalysis of lumefantrine and 99-411 and of
piperaquine and 99-411 combinations. The interaction studies
were performed in rats using these validated methods.
Results: The total systemic exposure of 99-411 increased when
administered with either lumefantrine or piperaquine. However,
co-administration of 99-411 signiﬁcantly decreased the systemic
exposure of piperaquine by half-fold while it had no effect on the
kinetics of lumefantrine. 99-411, thus, seemed to be a good alter-
native to artemisinin derivatives for combination treatment with
lumefantrine. To explore the reason for increased plasma levels
of 99-411, an in situ permeability study was performed by co-
perfusing lumefantrine and 99-411. In presence of lumefantrine,
the absorption of 99-411 was signiﬁcantly increased by 1.37 times
than when given alone.
Conclusion: Short-acting CDRI candidate antimalarial trioxane
derivative, 99-411, was found to be pharmacokinetically compati-
ble with long-acting prescription antimalarials, lumefantrine.
http://dx.doi.org/10.1016/j.ijid.2016.02.323
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Designing new antimalarial hits from African
medicinal plants at the University of Buea
(Cameroon); Part I: Isolation, in vitro activity, in
silico “drug-likeness” and Pharmacokinetic
proﬁles
D. Zofou
University of Buea, Buea, Cameroon
Background: Drug resistance has drastically exacerbated the
burden of malaria in Africa. It is therefore an urgent need to design
novel therapies both efﬁcacious, safe and affordable especially to
poor people of endemic remote areas. The Malaria Drug discov-
ery programme of the University of Buea (Cameroon) aims to
identify the compounds responsible for the anti-malarial activity
of medicinal plants commonly used in handling malaria symp-
toms by traditional healers of Cameroon. The present paper report
on the potential of selected compounds idenﬁed from Dacryoedes
edulis (Burseraceae), Kigelia africana (Bignoniaceae) and Hypericum
lanceolatum (Hypericaceae), and their suitability as leads for the
treatment of drug resistant malaria.
Methods & Materials: 17 compounds were isolated from
the various extracts of the three plants and tested against both
chloroquine-susceptible (3D&, and D6) and multidrug-resistant
Dd2, W2, K1 and W2mef) strains of Plasmodium falciparum, using
the parasite lactate dehydrogenase method. Cytotoxicity studies
were carried out on LLC-MK2 monkey kidney epithelial cell-line.
In silico analysis was conducted by calculating molecular descrip-
tors using the MOE software running on a Linux workstation. The
“drug-likeness” of the isolated compounds was assessed using Lip-
inski criteria, from computedmolecular properties of the geometry
optimized structures. Computed descriptors often used to pre-
dict absorption, distribution, metabolism, elimination and toxicity
(ADMET) were used to assess the pharmacokinetic proﬁles of the
isolated compounds.
Results: Antiplasmodial activity was demonstrated for the ﬁrst
time in 7 major natural products previously identiﬁed in D. edulis,
H. lanceolatum and Kigelia africana, but not tested against malaria
parasites. The most active compound identiﬁed was termed DES4
from D. edulis. with IC50 of 0.37 and 0.55g/mL, against 3D7 and
Dd2 respectively. In addition, this compound was shown to act
in synergy with quinine, satisﬁed all criteria of “Drug-likeness”
and showed considerable probability of providing an antimalarial
lead. The remaining four compounds also showed antiplasmodial
activity, but were less effective than DES4. None of the tested com-
pounds was cytotoxicity against LLC-MK2 cells, suggesting their
selective activities on malaria parasites.
Conclusion: Based on the high in vitro activity, low toxicity and
predicted “Drug-likeness” DES4 merits further investigation as a
possible drug lead for the treatment of malaria.
http://dx.doi.org/10.1016/j.ijid.2016.02.324
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Distribution of emm types of beta hemolytic
streptococci associated with necrotizing
fascitis: Clinical proﬁle and outcome
T. Abraham ∗, S. Sistla, S. Chandra Sistla
JIPMER, Pondicherry, India
Background: Necrotizing fasciitis (NF) is a rapidly progressive,
potentially life threatening infection with a median mortality rate
of 32% which may reach 100% without prompt treatment. Based
on etiology necrotizing fascitis is classiﬁed into, type I (polymi-
crobial infections), type II (monomicrobial infections, classically
caused by Streptococcus pyogenes), and type III (Clostridial infec-
tions). The present study was undertaken to ﬁnd the prevalence
and emmtypes of beta hemolytic streptococci (BHS) causing necro-
tizing fascitis and to investigate the clinical characteristics and
outcomes associated with it.
Methods & Materials: All BHS isolated from necrotizing fascitis
casesoveraperiodof twoyears (1st October2013 to30th September
2015) in the Department of Microbiology, JIPMER were included in
the study. These isolates were further characterized by bacitracin
sensitivity, PYR test, Lanceﬁeld antigen detection and spy1258 PCR.
PCR ampliﬁcation and sequencing of emmgenes and assignment of
emm types was performed as described by the Center for Disease
Control and Prevention, Atlanta.
Results: Out of a total of 651 cases of NF, 23(3.5%) were asso-
ciated with BHS. Eight (34.7%) were monomicrobial, and 15(65.2%)
were polymicrobial. Inmonomicrobial NF, themajor pathogenwas
GAS. Among BHS isolates 19 were group A streptococci (GAS), 2
each belonged to group F and group C and 1 was group G. All the 19
Mtyped isolates (GAS-17,GCS-2,GGS-1)belonged todifferent emm
types (emm44 (n=3), emm222.2, emm4.5, emm8, emm193, emm63,
emm86.2, emm 80, emm74, emm15.2, emm82.1, emm113, emm110,
emm209, StC28k, StC1741, StG11).
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Of the study population, 18 (78.2%) were men, with a mean age
of 54 years. The commonest co-morbidity was diabetes mellitus,
followed by chronic kidney disease and alcoholism. The most fre-
quently affected site was the lower extremities. All the patients
underwent surgical debridement and amputation was performed
in one patient, followed by antibiotic therapy. The survival ratewas
100%.
Conclusion: The emm gene proﬁle of our study population was
entirely different from the common emm types (emm1, emm3,
emm28, emm18) related to severe disease. The 100% survival rate
may be attributed to early appropriate management as well as less
virulent emm types.
http://dx.doi.org/10.1016/j.ijid.2016.02.325
Type: Poster Presentation
Final Abstract Number: 41.132
Session: Poster Session I
Date: Thursday, March 3, 2016
Time: 12:45-14:15
Room: Hall 3 (Posters & Exhibition)
Cholera outbreak - IDP camps in Maiduguri,
northern Nigeria, September 2015
A.T. Abubakar1,∗, M. Dalhat2, P. Nguku3
1 NFELTP, Abuja, Abuja, Nigeria
2 NFELTP, Abuja, Nigeria
3 FELTP, Abuja, FCT, Nigeria
Background: On the 11th of September 2015, the Borno state
ministry of health was alerted by NGOs about 30 cases of acute
watery diarrhoea and 7 deaths from two IDP camps in Maiduguri.
6 NFELTP residents were recruited to investigate the outbreak. We
decide to conduct a study to identify associated risk factors and
identify ways to avert further outbreaks.
Methods & Materials: We conducted a retrospective 1:2
unmatched case control study in order to identify the risk factors
associatedwith theoutbreakusinga semi structuredquestionnaire.
A case was deﬁned as a person greater than 2years of age with
acute diarrhea with or without vomiting from September 10th to
September 21st 2015. We searched for more cases within other
camps and went through hospital records. Fecal, water and envi-
ronmental samples were taken for laboratory analysis.
Results: A total of 385 cases with 13 deaths, in a population of
11,384 was identiﬁed. Attack rate: 3.4%, CFR: 3.4% vomiting (44%),
fever (31%), abdominal pain (16%), mean age was 31 years (ranges
2- 78years). Vibrio cholera type 01 was isolated only from the fecal
sample. Poor hygienic practices sequel to contact with a case OR-
2.8, CI (2.1-3.7)was signiﬁcantly associatedwith this outbreak. The
epidemic curve shows a point source propagated transmission.
Conclusion: Having contact with cases followed by poor
personal hygiene was responsible for the propagation and trans-
mission of the outbreak. The index case was infected from outside
the camp and subsequent cases were contacts linked to the index
case. Knowledge and awareness campaign on preventivemeasures
and improvement of sanitation and personal hygiene was an effec-
tive measure in curtailing the outbreak.
http://dx.doi.org/10.1016/j.ijid.2016.02.326
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A spate of Lemierre syndrome cases: Causes
other than Fusobacterium spp.
R.K.C. Raymond1, M.L.H. Oh2, H. Shaﬁ2, A.P.
Acosta2,∗
1 Changi General Hospital, Singapore, Singapore,
Singapore
2 Changi General Hospital, Singapore, Singapore
Background: Lemierre’s syndrome is a rare condition typiﬁed
by septic thrombophlebitis of the internal jugular vein (IJV) orig-
inating from a pharyngeal septic focus caused by Fusobacterium
necrophorum that usually occurs in young adults. Rarer extra-
pharyngeal sources and non-Fusobacterial bacteria causing the
syndrome have been reported.
Methods & Materials: We describe a consecutive series of 3
rare cases of non - fusobacterial Lemierre’s syndrome of both pha-
ryngeal andextra-pharyngeal originover a3-monthperiod in2014.
Theﬁrst case is a 53-year oldMalay female presentingwith diabetic
ketoacidosis after a recent dental procedure. CT scan showed a left
tonsilo-pharyngeal abscess complicated by left external & internal
jugular veins thrombophlebitis and septic emboli in both lungs. All
cultures including blood, pus from derided abscess and endotra-
cheal aspirates isolated Klebsiella pneumoniae. A subsequent case
also involved a 53- year old Malay female with Down’s syndrome
presenting with chronic right ear ache. CT showed right malignant
otitis externa, and a parotid and peritonsillar abscess complicated
by right IJV thrombosis extending to right sigmoid and transverse
sinuses. Admitting blood cultures isolated Trueperella bernardiae,
Bacteroides stercoris, and Campylobacter urealyticus. The last case
is a 51 -year old Malay male with a recent history of diffuse large B
cell lymphoma treated 6 months prior. He self-extracted a decayed
tooth 4 days before symptomonset. CT imaging revealed a leftmas-
ticator space abscess, with bilateral IJV thrombosis, left cavernous
sinus thrombosis, pulmonic emboli and focal cerebritis. Blood cul-
ture isolated Streptococcus constellatus and pus from aspirated
abscess grew Prevotella buccae.
Results: Despite very ill initial presentations, all our three cases
survived after debridement of abscesses and prolonged antibiotic
therapy. The latter 2 cases also received anticoagulation therapy.
Our patients are unusual due to the older (middle-) age presenta-
tion, atypical causative organisms and originating sources.
Conclusion: Clinicians should recognise this rare condition that
may be increasing in incidence and ensuing serious complications
including septic shock and metastatic disease that may involve the
central nervous system.
http://dx.doi.org/10.1016/j.ijid.2016.02.327
